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FIGURE 1 - continued 



14 51 AGCCCTGCAG ATCCTGCCCT ACACACTGGC CTCCCTCTAC CACCGGGAGA 

1501 AGCAGGTGTT CCTGCCCAAA TACCGAGGGG ACACTGGAGG TGCTAGCAGT 

1551 GAGGACAGCC TGATGACCAG CTTCCTGCCA GGCCCTAAGC CTGGAGCTCC 

1601 CTTCCCTAAT GGACACGTGG GTGCTGGAGG CAGTGGCCTG CTCCCACCTC 

1651 CACCCGCGCT CTGCGGGGCC TCTGCCTGTG ATGTCTCCGT ACGTGTGGTG 

17 01 GTGGGTGAGC CCACCGAGGC CAGGGTGGTT CCGGGCCGGG GCATCTGCCT 

1751 GGACCTCGCC ATCCTGGATA GTGCCTTCCT GCTGTCCCAG GTGGCCCCAT 

1801 CCCTGTTTAT GGGCTCCATT GTCCAGCTCA GCCAGTCTGT CACTGCCTAT 

1851 ATGGTGTCTG CCGCAGGCCT GGGTCTGGTC GCCATTTACT TTGCTACACA 

1901 GGTAGTATTT GACAAGAGCG ACTTGGCCAA ATACTCAGCG TAGAAAACTT 

1951 CCAGCACATT GGGGTGGAGG GCCTGCCTCA CTGGGTCCCA GCTCCCCGCT 

2 0 01 CCTGTTAGCC CCATGGGGCT GCCGGGCTGG CCGCCAGTTT CTGTTGCTGC 

2051 CAAAGTAATG TGGCTCTCTG CTGCCACCCT GTGCTGCTGA GGTGCGTAGC 

2101 TGCACAGCTG GGGGCTGGGG CGTCCCTCTC CTCTCTCCCC AGTCTCTAGG 

2151 GCTGCCTGAC TGGAGGCCTT CCAAGGGGGT TTCAGTCTGG ACTTATACAG 

22 01 GGAGGCCAGA AGGGCTCCAT GCACTGGAAT GCGGGGACTC TGCAGGTGGA 

2251 TTACCCAGGC TCAGGGTTAA CAGCTAGCCT CCTAGTTGAG ACACACCTAG 

2 3 01 AGAAGGGTTT TTGGGAGCTG AATAAACTCA GTCACCTGGT TTCCCATCTC 

2351 TAAGCCCCTT AACCTGCAGC TTCGTTTAAT GTAGCTCTTG CATGGGAGTT 

24 01 TCTAGGATGA AACACTCCTC CATGGGATTT GAACATATGA AAGTTATTTG 

24 51 TAGGGGAAGA GTCCTGAGGG GCAACACACA AGAACCAGGT CCCCTCAGCC 

25 01 CACAGCACTG TCTTTTTGCT GATCCACCCC CCTCTTACCT TTTATCAGGA 
2 5 51 TGTGGCCTGT TGGTCCTTCT GTTGCCATCA CAGAGACACA GGCATTTAAA 

26 01 TATTTAACTT ATTTATTTAA CAAAGTAGAA GGGAATCCAT TGCTAGCTTT 
2 651 TCTGTGTTGG TGTCTAATAT TTGGGTAGGG TGGGGGATCC CCAACAATCA 
2701 GGTCCCCTGA GATAGCTGGT CATTGGGCTG ATCATTGCCA GAATCTTCTT 
2751 CTCCTGGGGT CTGGCCCCCC AAAATGCCTA ACCCAGGACC TTGGAAATTC 
2 801 TACTCATCCC AAATGATAAT TCCAAATGCT GTTACCCAAG GTTAGGGTGT 
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FIGURE 1 - continued 



2 851 TGAAGGAAGG TAGAGGGTGG GGCTTCAGGT CTCAACGGCT TCCCTAACCA 

2 901 CCCCTCTTCT CTTGGCCCAG CCTGGTTCCC CCCACTTCCA CTCCCCTCTA 

2 951 CTCTCTCTAG GACTGGGCTG ATGAAGGCAC TGCCCAAAAT TTCCCCTACC 

3 001 CCCAACTTTC CCCTACCCCC AACTTTCCCC ACCAGCTCCA CAACCCTGTT 
3 051 TGGAGCTACT GCAGGACCAG AAGCACAAAG TGCGGTTTCC CAAGCCTTTG 
3101 TCCATCTCAG CCCCCAGAGT ATATCTGTGC TTGGGGAATC T C AC AC AGAA 
3151 ACTCAGGAGC ACCCCCTGCC TGAGCTAAGG GAGGTCTTAT CTCTCAGGGG 
32 01 GGGGTTTAAG TGCCGTTTGC AATAATGTCG TCTTATTTAT TTAGCGGGGT 
3251 GAATATTTTA TACTGTAAGT GAGCAATCAG AGTATAATGT TTATGGTGAC 
3301 AAAATTAAAG GCTTTCTTAT 
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FIGURE 2 
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FIGURE 3 
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FIGURE 4 



GAACCAGCCTGCACGCGCTGGCTCCGGGTGACAGCCGCGCGCCTCGGCCAGGATCTGAGT 

! + + + + + + go 

CTTGGTCGGACGTGCGCGACCGAGGCCCACTGTCGGCGCGCGGAGCCGGTCCTAGACTCA 

GATGAGACGTGTCCCCACTGAGGTGCCCCACAGCAGCAGGTGTTGAGCATGGGCTGAGAA 

CTACTCTGCACAGGGGTGACTCCACGGGGTGTCGTCGTCCACAACTCGTACCCGACTCTT 

GCTGGACCGGCACCAAAGGGCTGGCAGAAATGGGCGCCTGGCTGATTCCTAGGCAGTTGG 

121 + + + + + + 180 

CGACCTGGCCGTGGTTTCCCGACCGTCTTTACCCGCGGACCGACTAAGGATCCGTCAACC 

CGGCAGCAAGGAGGAGAGGCCGCAGCTTCTGGAGCAGAGCCGAGACGAAGCAGTTCTGGA 

181 + + + + + + 240 

GCGGTCGTTCCTCCTCTCCGGCGTCGAAGACCTCGTCTCGGCTCTGCTTCGTCAAGACCT 

GTGCCTGAACGGCCCCCTGAGCCCTACCCGCCTGGCCCACTATGGTCCAGAGGCTGTGGG 

241 + + + + + + 300 

CACGGACTTGCCGGGGGACTCGGGATGGGCGGACCGGGTGATACCAGGTCTCCGACACCC 

MVQRLWV- 

TGAGCCGCCTGCTGCGGCACCGGAAAGCCCAGCTCTTGCTGGTCAACCTGCTAACCTTTG 

301 + + + + + + 360 

ACTCGGCGGACGACGCCGTGGCCTTTCGGGTCGAGAACGACCAGTTGGACGATTGGAAAC 

SRLLRHRKAQLLLVNLLTFG- 

GCCTGGAGGTGTGTTTGGCCGCAGGCATCACCTATGTGCCGCCTCTGCTGCTGGAAGTGG 

361 + + + + + + 420 

CGGACCTCCACACAAACCGGCGTCCGTAGTGGATACACGGCGGAGACGACGACCTTCACC 

LEVCLAAG I TYVPPLLLEVG- 

GGGTAGAGGAGAAGTTCATGACCATGGTGCTGGGCATTGGTCCAGTGCTGGGCCTGGTCT 

421 + + + + + + 480 

CCCATCTCCTCTTCAAGTACTGGTACCACGACCCGTAACCAGGTCACGACCCGGACCAGA 

VEEKFMTMVLGIGPVLGLVC- 

GTGTCCCGCTCCTAGGCTCAGCCAGTGACCACTGGCGTGGACGCTATGGCCGCCGCCGGC 
481 + + + + + + 540 

CACAGGGCGAGGATCCGAGTCGGTCACTGGTGACCGCACCTGCGATACCGGCGGCGGCCG 

VP LLGSASDHWRGRYGRRRP- 

CCTTCATCTGGGCACTGTCCTTGGGCATCCTGCTGAGCCTCTTTCTCATCCCAAGGGCCG 

541 + + + + + + 600 

GGAAGTAGAC C CGTGACAGGAACCCGTAGGACGACTCGGAGAAAGAGTAGGGTTCCCGGC 

F IWALSLGI LLSLFLI PRAG- 

GCTGGCTAGCAGGGCTGCTGTGCCCGGATCCCAGGCCCCTGGAGCTGGCACTGCTCATCC 

501 + + + + + + 660 

CGACCGATCGTCCCGACGACACGGGCCTAGGGTCCGGGGACCTCGACCGTGACGAGTAGG 

WLAGLLCPDPRPLELALLIL- 

TGGGCGTGGGGCTGCTGGACTTCTGTGGCCAGGTGTGCTTCACTCCACTGGAGGCCCTGC 
661 + + + + + + 720 

ACCCGCACCCCGACGACCTGAAGACACCGGTCCACACGAAGTGAGGTGACCTCCGGGACG 
GVGLLDFCGQVCFTPLEALL- 
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FIGURE 4 - continued 



TCTCTGACCTCTTCCGGGACCCGGACCACTGTCGCCAGGCCTACTCTGTCTATGCCTTCA 

721 + + + + + + 780 

AGAGAC TGGAGAAGGC CCT GGG C CTGGTG AC AGCGGT C CGGATGAGAC AGAT ACGGAAGT 

SDLFRDPDHCRQAYSVYAFM- 

TGATCAGTCTTGGGGGCTGCCTGGGCTACCTCCTGCCTGCCATTGACTGGGACACCAGTG 

781 + + + + + + 840 

ACTAGTCAGAACCCCCGACGGACCCGATGGAGGACGGACGGTAACTGACCCTGTGGTCAC 

I SLGGCLGYLLPAIDWDTSA- 

CCCTGGCCCCCTACCTGGGCACCCAGGAGGAGTGCCTCTTTGGCCTGCTCACCCTCATCT 

841 + + +■ + + + 900 

GGGACCGGGGGATGGAC CCGTGGGT C CT CCTCACGGAGAAAC CGGACGAGTGGGAGT AGA 

LAPYLGTQEECLFGLLTL I F - 

TCCTCACCTGCGTAGCAGCCACACTGCTGGTGGCTGAGGAGGCAGCGCTGGGCCCCACCG 

901 + + + + + + 960 

AGGAGTGGACGCATCGTCGGTGTGACGACCACCGACTCCTCCGTCGCGACCCGGGGTGGC 

LTCVAATLLVAEEAALGPTE- 

AGCCAGCAGAAGGGCTGTCGGCCCCCTCCTTGTCGCCCCACTGCTGTCCATGCCGGGCCC 

961 + + + + + + 1020 

TCGGTCGTCTTCCCGACAGCCGGGGGAGGAACAGCGGGGTGACGACAGGTACGGCCCGGG 

PAEGLSAPSLSPHCCPCRAR- 

GCTTGGCTTTCCGGAACCTGGGCGCCCTGCTTCCCCGGCTGCACCAGCTGTGCTGCCGCA 

1021 + + + + + + 1080 

CGAACCGAAAGGCCTTGGACCCGCGGGACGAAGGGGCCGACGTGGTCGACACGACGGCGT 

LAFRNLGALLPRLHQLCCRM- 

TGCCCCGCACCCTGCGCCGGCTCTTCGTGGCTGAGCTGTGCAGCTGGATGGCACTCATGA 

1081 + + + + + + 1140 

ACGGGGCGTGGGACGCGGCCGAGAAGCACCGACTCGACACGTCGACCTACCGTGAGTACT 

PRTLRRLFVAELCSWMALMT- 

CCTTCACGCTGTTTTACACGGATTTCGTGGGCGAGGGGCTGTACCAGGGCGTGCCCAGAG 
1141 + + + + + + 1200 

GGAAGTGCGACAAAATGTGCCTAAAGCACCCGCTCCCCGACATGGTCCCGCACGGGTCTC 

FTLFYTDFVGEGLYQGVPRA- 

CTGAGCCGGGCACCGAGGCCCGGAGACACTATGATGAAGGCGTTCGGATGGGCAGCCTGG 

1201 + + + + + + 1260 

GACTCGGCCCGTGGCTCCGGGCCTCTGTGATACTACTTCCGCAAGCCTACCCGTCGGACC 

EPGTEARRHYDEGVRMGSLG- 

GGCTGTTCCTGCAGTGCGCCATCTCCCTGGTCTTCTCTCTGGTCATGGACCGGCTGGTGC 

1261 + + + + + + 1320 

CCGACAAGGACGTCACGCGGTAGAGGGACCAGAAGAGAGACCAGTACCTGGCCGACCACG 

LFLQCAI SLVFSLVMDRLVQ- 

AGCGATTCGGCACTCGAGCAGTCTATTTGGCCAGTGTGGCAGCTTTCCCTGTGGCTGCCG 

1321 + + + + + + 1380 

TCGCTAAGCCGTGAGCTCGTCAGATAAACCGGTCACACCGTCGAAAGGGACACCGACGGC 

R FGTRAVYLASVAAF P V A A G - 
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FIGURE 4 - continued 



GTGCCACATGOCTGTCCCACAGTGTGGCCGTGGTGACAGCTTCAGCCGCCCTGACCGGGT 

1381 + + + + + + 1440 

CACGGTGTACGGACAGGGTGTCACACCGGCACCACTGTCGAAGTCGGCGGGAGTGGCCCA 



ATCLSHSVAVVTASAALTGF- 

TCACCTTCTCAGCCCTGCAGATCCTGCCCTACACACTGGCCTCCCTCTACCACCGGGAGA 

1441 + + + + + + 1500 

AGTGGAAGAGTCGGGACGTCTAGGACGGGATGTGTGACCGGAGGGAGATGGTGGC C CTCT 

TFSALQILPYTLASLYHREK- 

AGC AGGTGTTC CTGC CCAAATACCGAGGGGAC ACTGGAGGTGCTAGC AGTGAGGACAGC C 

1501 + + + + + + 1560 

TCGTCCACAAGGACGGGTTTATGGCTCCCCTGTGACCTCCACGATCGTCACTCCTGTCGG 

QVFLPKYRGDTGGASS EDSL- 

TGATGACCAGCTTCCTGCCAGGCCCTAAGCCTGGAGCTCCCTTCCCTAATGGACACGTGG 

1561 + + + + + + 1620 

ACTACTGGTCGAAGGACGGTCCGGGATTCGGACCTCGAGGGAAGGGATTACCTGTGCACC 

MTSFLPGPKPGAPFPNGHVG- 

GTGCTGGAGGCAGTGGCCTGCTCCCACCTCCACCCGCGCTCTGCGGGGCCTCTGCCTGTG 

162 i + + + + + + 1680 

CACGAC CTC CGT CACCGGACGAGGGTGGAGGTGGGCGCGAGACGCCC CGGAGACGGACAC 

AGGSGLLPPPPALCGASACD- 



ATGTCTCCGTACGTGTGGTGGTGGGTGAGCCCACCGAGGCCAGGGTGGTTCCGGGCCGGG 

1681 + + + + + + 1740 

TACAGAGGCATGCACACCACCACCCACTCGGGTGGCTCCGGTCCCACCAAGGCCCGGCCC 



V S 



VRVVVGEPTEARVVPGRG 



GCATCTGCCTGGACCTCGCCATCCTGGATAGTGCCTTCCTGCTGTCCCAGGTGGCCCCAT 

1741 + + + + + + 1800 

CGTAGACGGACCTGGAGCGGTAGGACCTATCACGGAAGGACGACAGGGTCCACCGGGGTA 

I CLDLAI LDSAFLLSQVAPS- 

CCCTGTTTATGGGCTCCATTGTCCAGCTCAGCCAGTCTGTCACTGCCTATATGGTGTCTG 

1801 + + + + + + I860 

GGGAC AAAT AC C CGAGGTAAC AGGTCGAGTCGGTCAGAC AGTGACGGATATACCAC AGAC 

LFMGS IVQLSQSVTAYMVSA- 

CCGCAGGCCTGGGTCTGGTCGCCATTTACTTTGCTACACAGGTAGTATTTGACAAGAGCG 

1861 + + + + + + 1920 

GGCGTCCGGACCCAGACCAGCGGTAAATGAAACGATGTGTCCATCATAAACTGTTCTCGC 

AGLGLVAI YFATQVVFDKSD- 
ACTTGGCCAAATACTCAGCGTAGAAAACTTCCAGCACATTGGGGTGGAGGGCCTGCCTCA 

1921 + + + + + + 1980 

TGAACCGGTTTATGAGTCGCATCTTTTGAAGGTCGTGTAACCCCACCTCCCGGACGGAGT 

L A K Y S A * 

CTGGGTCCCAGCTCCCCGCTCCTGTTAGCCCCATGGGGCTGCCGGGCTGGCCGCCAGTTT 

1981 + + + + + + 2040 

GACCCAGGGTCGAGGGGCGAGGACAATCGGGGTACCCCGACGGCCCGACCGGCGGTCAAA 
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FIGURE 4 - continued 



CTGTTGCTGCCAAAGTAATGTGGCTCTCTGCTGCCACCCTGTGCTGCTGAGGTGCGTAGC 

+ + + + + + 

GACAACGACGGTTTCATTACACCGAGAGACGACGGTGGGACACGACGACTCCACGCATCG 



TGCACAGCTGGGGGCTGGGGCGTCCCTCTCCTCTCTCCCCAGTCTCTAGGGCTGCCTGAC 

2101 + + + + + + 2160 

ACGTGTCGACCCCCGACC CCGCAGGGAGAGGAGAGAGGGGTC AGAGATCC CGACGGACTG 



TGGAGGCCTTCCAAGGGGGTTTCAGTCTGGACTTATACAGGGAGGCCAGAAGGGCTCCAT 

+ + + + + + 

ACCTCCGGAAGGTTCCCCCAAAGTCAGACCTGAATATGTCCCTCCGGTCTTCCCGAGGTA 



GCACTGGAATGCGGGGACTCTGCAGGTGGATTACCCAGGCTCAGGGTTAACAGCTAGCCT 

2221 I - + h 1 1 ^ 2280 

CGTGACCTTACGCCCCTGAGACGTCCACCTAATGGGTCCGAGTCCCAATTGTCGATCGGA 

CCTAGTTGAGACACACCTAGAGAAGGGTTTTTGGGAGCTGAATAAACTCAGTCACCTGGT 

2281 + + + + + + 2340 

GGATCAACTCTGTGTGGATCTCTTCCCAAAAACCCTCGACTTATTTGAGTCAGTGGACCA 



TTCCCATCTCTAAGCCCCTTAACCTGCAGCTTCGTTTAATGTAGCTCTTGCATGGGAGTT 

+ + + + + + 

AAGGGTAGAGATTCGGGGAATTGGACGTCGAAGCAAATTACATCGAGAACGTACCCTCAA 

TCTAGGATGAAACACTCCTCCATGGGATTTGAACATATGAAAGTTATTTGTAGGGGAAGA 

+ + + + + + 

AGATCCTACTTTGTGAGGAGGTACCCTAAACTTGTATACTTTCAATAAACATCCCCTTCT 



GTCCTGAGGGGCAACACACAAGAACCAGGTCCCCTCAGCCCACAGCACTGTCTTTTTGCT 

2461 + + + + + + 2520 

CAGGACTCCCCGTTGTGTGTTCTTGGTCCAGGGGAGTCGGGTGTCGTGACAGAAAAACGA 

GATCCACCCCCCTCTTACCTTTTATCAGGATGTGGCCTGTTGGTCCTTCTGTTGCCATCA 

2521 (. (- -\ + i- 2580 

C T AGGTGGGGGGAGAAT GGAAAATAGT C C T AC AC C GGAC AAC C AGGAAGAC AAC GGTAG T 

CAGAGACACAGGCATTTAAATATTTAACTTATTTATTTAACAAAGTAGAAGGGAATCCAT 

2581 + + + + + + 2640 

GTCTCTGTGTCCGTAAATTTATAAATTGAATAAATAAATTGTTTCATCTTCCCTTAGGTA 



TGCTAGCTTTTCTGTGTTGGTGTCTAATATTTGGGTAGGGTGGGGGATCCCCAACAATCA 

_i + + + + + 

ACGATCGAAAAGACACAACCACAGATTATAAACCCATCCCACCCCCTAGGGGTTGTTAGT 

GGTCCCCTGAGATAGCTGGTCATTGGGCTGATCATTGCCAGAATCTTCTTCTCCTGGGGT 

+ h + + + h 

C CAGGGGACT CTAT CGACC AGTAACCCGACTAGT AACGGTCTTAGAAGAAGAGGACCCC A 



CTGGCCCCCCAAAATGCCTAACCCAGGACCTTGGAAATTCTACTCATCCCAAATGATAAT 

2761 + + + + + + 2820 

GACCGGGGGGTTTTACGGATTGGGTCCTGGAACCTTTAAGATGAGTAGGGTTTACTATTA 

TCCAAATGCTGTTACCCAAGGTTAGGGTGTTGAAGGAAGGTAGAGGGTGGGGCTTCAGGT 

2821 + + + + + + 2880 

AGGTT T ACGAC AAT GGGTT C CAATC C C AC AAC T T C C T T C CATCT C C C ACC C C GAAGT C C A 



CTCAACGGCTTCCCTAACCACCCCTCTTCTCTTGGCCCAGCCTGGTTCCCCCCACTTCCA 

+ + + + + + 

GAGTTGCCGAAGGGATTGGTGGGGAGAAGAGAACCGGGTCGGACCAAGGGGGGTGAAGGT 



CTCCCCTCTACTCTCTCTAGGACTGGGCTGATGAAGGCACTGCCCAAAATTTCCCCTACC 

2941 + + + + + + 3000 

GAGGGGAGATGAGAGAGAT CCTGACCCGACTACTT C CGTGACGGGTTTTAAAGGGGATGG 
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FIGURE 4 - continued 

CCCAACTTTCCCCTACCCCCAACTTTCCCCACCAGCTCCACAACCCTGTTTGGAGCTACT 

3001 + + + + + + 3060 

GGGTTGAAAGGGGATGGGGGTTGAAAGGGGTGGTCGAGGTGTTGGGACAAACCTCGATGA 



GCAGGACCAGAAGCACAAAGTGCGGTTTCCCAAGCCTTTGTCCATCTCAGCCCCCAGAGT 

+ + + + + + 

CGTCCTGGTCTTCGTGTTTCACGCCAAAGGGTTCGGAAACAGGTAGAGTCGGGGGTCTCA 

ATATCTGTGCTTGGGGAATCTCACACAGAAACTCAGGAGCACCCCCTGCCTGAGCTAAGG 

+ + + + + + 

TATAGACACGAACCCCTTAGAGTGTGTCTTTGAGTCCTCGTGGGGGACGGACTCGATTCC 

GAGGTCTTATCTCTCAGGGGGGGGTTTAAGTGCCGTTTGCAATAATGTCGTCTTATTTAT 

+ + + + + + 

CT CCAGAATAGAGAGTCCC C CCCCAAATTCACGGCAAACGTTATTACAGC AGAATAAATA 



TTAGCGGGGTGAATATTTTATACTGTAAGTGAGCAATCAGAGTATAATGTTTATGGTGAC 

3241 + + + + + + 3300 

AAT CGC C C C ACT T AT AAAAT ATGAC AT T C ACT CGTTAGT CT CAT AT T AC AAATAC C AC T G 

AAAATTAAAGGCTTTCTTAT 

3301 + + 33 20 

TTTTAATTTCCGAAAGAATA 
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Fig. 6: Immunohistochemical staining of PROST 03 expression: PROST 03 expressing cells are 
shown in red. 




6a: Normal Prostate 




